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A guide to using the power of S-PLUS to perform statistical analyses, providing both an
introduction to the program and a course in modern statistical methods. Readers are
assumed to have a basic grounding in statistics, thus the book is intended for would-be
users, as well as students and researchers using statistics. Throughout, the emphasis
is on presenting practical problems and full analyses of real data sets, with many of the
methods discussed being modern approaches to topics such as linear and non-linear
regression models, robust and smooth regression methods, survival analysis,
multivariate analysis, tree-based methods, time series, spatial statistics, and
classification. This second edition is intended for users of S-PLUS 3.3, or later, and
covers both Windows and UNIX. It treats the recent developments in graphics and new
statistical functionality, including bootstraping, mixed effects linear and non-linear
models, factor analysis, and regression with autocorrelated errors. The authors have
written several software libraries which enhance S-PLUS, and these, plus all the
datasets used, are available on the Internet.
The series builds an extensive collection of high quality descriptions of languages
around the world. Each volume offers a comprehensive grammatical description of a
single language together with fully analyzed sample texts and, if appropriate, a word list
and other relevant information which is available on the language in question. There are
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no restrictions as to language family or area, and although special attention is paid to
hitherto undescribed languages, new and valuable treatments of better known
languages are also included. No theoretical model is imposed on the authors; the only
criterion is a high standard of scientific quality.
Evaluation of Diagnostic Systems: Methods from Signal Detection Theory addresses
the many issues that arise in evaluating the performance of a diagnostic system, across
the wide range of settings in which such systems are used. These settings include
clinical medicine, industrial quality control, environmental monitoring and investigation,
machine and metals inspection, military monitoring, information retrieval, and crime
investigation. The book is divided into three parts encompassing 11 chapters that
emphasize the interpretation of diagnostic visual images by human observers. The first
part of the book describes quantitative methods for measuring the accuracy of a system
and the statistical techniques for drawing inferences from performance tests. The
subsequent part covers study design and includes a detailed description of the form
and conduct of an image-interpretation test. The concluding part examines the case
study of a medical imaging system that serves as an example of both simple and
complex applications. In this part, three mammographic modalities are used: industrial
film radiography, low-dose film radiography, and xeroradiography. The case study
focuses on the overall reliability of accuracy indices made by its main components, that
is, the variabilities across cases, across readers, and within individual readers. The
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supplementary texts provide study protocols, a computer program for processing test
results, and an extensive list of references that will assist the reader in applying those
evaluative methods to diagnostic systems in any setting. This book is of value to
scientists and engineers, as well as to applied, quantitative, or experimental
psychologists who are engaged in the study of the human processes of discrimination
and decision making in either perceptual or cognitive tasks.
This book describes the variety of direct and indirect population size estimation (PSE)
methods available along with their strengths and weaknesses. Direct estimation
methods, such as enumeration and mapping, involve contact with members of hard-toreach groups. Indirect methods have practical appeal because they require no contact
with members of hard-to-reach groups. One indirect method in particular, network scaleup (NSU), has several strengths over other PSE methods: It can be applied at a
province/country level, it can estimate size of several hard-to-reach population in a
single study, and it is implemented with members of the general population rather than
members of hard-to-reach groups. The book discusses methods to collect, analyze,
and adjust results and presents methods to triangulate and finalize PSEs.
This comprehensive text provides a much-needed review of a disease that is currently
garnering the interest of molecular biologists, translational scientists, and clinicians. The
volume includes emerging developments in the molecular genetics of endometrial
carcinoma. In addition to covering the basic genetics of endometrial carcinoma,
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chapters also cover a wide range of signaling pathways implicated in endometrial
carcinoma. A section of the book includes a number of genetically engineered mouse
models, which contribute to understanding the role of various genetic alterations in the
development and progression of endometrial carcinoma. These models also provide
preclinical models for developing effective targeted therapeutic approaches.
Endometrial carcinoma is the most common malignancy of the female genital tract in
the United States and the number of cases continues to increase around the world.
This book is a meant to serve as a resource for a wide range of scientists, from
molecular geneticists to signal transduction biologists, as well as to both clinicians and
scientists interested in developing targeted therapeutic approaches for women with
endometrial carcinoma.
This book chiefly addresses the analysis and design of geosynchronous synthetic
aperture radar (GEO SAR) systems, focusing on the algorithms, analysis, methods
used to compensate for ionospheric influences, and validation experiments for Global
Navigation Satellite Systems (GNSS). Further, it investigates special problems in the
GEO SAR context, such as curved trajectories, the Earth’s rotation, the ‘non-stop-andgo’ model, high-order Doppler parameters, temporal-variant ionospheric errors etc.
These studies can also be extended to SAR with very high resolution and long
integration time. Given the breadth and depth of its coverage, scientists and engineers
in SAR and advanced graduate students in related areas will greatly benefit from this
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book.
Prognostic and Therapeutic Applications of RKIP in Cancer provides updated reviews
on the chemistry, signaling, pre-clinical and clinical activities, and role of RKIP
expression levels for diagnostics, prognosis and potential interventions. The
development of novel compounds and conjugates that selectively induce RKIP
expression in cancer open a novel era of new therapeutics and their potential in the
treatment of highly resistant cancers and metastases. Edited and written by
internationally renowned experts in the field of novel therapeutics for cancer, this book
is a valuable source for cancer researchers, medical scientists, clinicians, clinical
pharmacologists, and graduate students. Provides an update from experts in the field
on diagnostics, prognostics and therapeutics Brings a clear overview of recent findings
and references, as well as summaries, significant molecular pathways, and conclusions
in each chapter Provides a general introductory chapter on contributions in the field and
a chapter summary, with synthesized findings and a projection of future goals
Contains additional discussion and examples on left truncationas well as material on more
general censoring and truncationpatterns. Introduces the martingale and counting process
formulation swillbe in a new chapter. Develops multivariate failure time data in a separate
chapterand extends the material on Markov and semi Markovformulations. Presents new
examples and applications of data analysis.
This book provides a broad overview of pancreatic neuroendocrine neoplasms, focusing on the
most important developments in the technologies used to diagnose, classify and treat them.
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After a historical and epidemiological overview, the opening chapters examine the various
diagnostic approaches (radiology, nuclear medicine, endocrinology, cytology and
immunohistochemistry) and discuss the WHO classification. The functioning and
nonfunctioning tumor types are then fully discussed, covering epidemiology, diagnosis,
morphology and prognosis of each entity. Careful consideration is given to the molecular
features that have contributed in understanding the pathogenesis of such neoplasms and may
have potential implications for the diagnostic and therapeutic pathways. The final chapters
consider the surgical and medical approaches to therapy, providing a practical and analytical
overview of the available options. The book is written by a multidisciplinary team of worldwiderecognized experts and is addressed to radiologists, nuclear medicine physicians,
endocrinologists, pathologists, surgeons and oncologists.
Hydrogen peroxide is a chemical that is becoming increasingly fashionable as an oxidant, both
in industry and in academia and whose production is expected to increase significantly in the
next few years. This growth in interest is largely due to environmental considerations related to
the clean nature of hydrogen peroxide as an oxidant, its by-product being only water. To date
this chemical has largely been employed as a non-selective oxidant in operations like the
bleaching of paper, cellulose and textiles, or in the formulation of detergents, and only to a
minimal extent in the manufacture of organic chemicals. This book has been organized to
cover the different aspects of the chemistry of hydrogen peroxide. The various chapters into
which the book is divided have been written critically by the authors with the general aim of
stimulating new ideas and emphasizing those aspects that are likely to lead to new
developments in organic synthesis in the coming future.
Page 6/27

Download Ebook Package Timeroc The Comprehensive R Archive
The Wiley-Interscience Paperback Series consists of selected books that have been made
more accessible to consumers in an effort to increase global appeal and general circulation.
With these new unabridged softcover volumes, Wiley hopes to extend the lives of these works
by making them available to future generations of statisticians, mathematicians, and scientists.
"Cluster analysis is the increasingly important and practical subject of finding groupings in data.
The authors set out to write a book for the user who does not necessarily have an extensive
background in mathematics. They succeed very well." —Mathematical Reviews "Finding
Groups in Data [is] a clear, readable, and interesting presentation of a small number of
clustering methods. In addition, the book introduced some interesting innovations of applied
value to clustering literature." —Journal of Classification "This is a very good, easy-to-read, and
practical book. It has many nice features and is highly recommended for students and
practitioners in various fields of study." —Technometrics An introduction to the practical
application of cluster analysis, this text presents a selection of methods that together can deal
with most applications. These methods are chosen for their robustness, consistency, and
general applicability. This book discusses various types of data, including interval-scaled and
binary variables as well as similarity data, and explains how these can be transformed prior to
clustering.
Computational Methods in Inferring Cancer Tissue-of-Origin and Cancer Molecular
Classification, Volume IFrontiers Media SAMolecular Advances in Diagnosis and Treatment of
CNS TumorsFrontiers Media SAR MarkdownThe Definitive GuideCRC Press
The aim of this book is to bridge the gap between standard textbook models and a range of
models where the dynamic structure of the data manifests itself fully. The common
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denominator of such models is stochastic processes. The authors show how counting
processes, martingales, and stochastic integrals fit very nicely with censored data. Beginning
with standard analyses such as Kaplan-Meier plots and Cox regression, the presentation
progresses to the additive hazard model and recurrent event data. Stochastic processes are
also used as natural models for individual frailty; they allow sensible interpretations of a
number of surprising artifacts seen in population data. The stochastic process framework is
naturally connected to causality. The authors show how dynamic path analyses can
incorporate many modern causality ideas in a framework that takes the time aspect seriously.
To make the material accessible to the reader, a large number of practical examples, mainly
from medicine, are developed in detail. Stochastic processes are introduced in an intuitive and
non-technical manner. The book is aimed at investigators who use event history methods and
want a better understanding of the statistical concepts. It is suitable as a textbook for graduate
courses in statistics and biostatistics.
Foundations and Applications of Statistics simultaneously emphasizes both the foundational
and the computational aspects of modern statistics. Engaging and accessible, this book is
useful to undergraduate students with a wide range of backgrounds and career goals. The
exposition immediately begins with statistics, presenting concepts and results from probability
along the way. Hypothesis testing is introduced very early, and the motivation for several
probability distributions comes from p-value computations. Pruim develops the students'
practical statistical reasoning through explicit examples and through numerical and graphical
summaries of data that allow intuitive inferences before introducing the formal machinery. The
topics have been selected to reflect the current practice in statistics, where computation is an
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indispensible tool. In this vein, the statistical computing environment R is used throughout the
text and is integral to the exposition. Attention is paid to developing students' mathematical and
computational skills as well as their statistical reasoning. Linear models, such as regression
and ANOVA, are treated with explicit reference to the underlying linear algebra, which is
motivated geometrically. Foundations and Applications of Statistics discusses both the
mathematical theory underlying statistics and practical applications that make it a powerful tool
across disciplines. The book contains ample material for a two-semester course in
undergraduate probability and statistics. A one-semester course based on the book will cover
hypothesis testing and confidence intervals for the most common situations. In the second
edition, the R code has been updated throughout to take advantage of new R packages and to
illustrate better coding style. New sections have been added covering bootstrap methods,
multinomial and multivariate normal distributions, the delta method, numerical methods for
Bayesian inference, and nonlinear least squares. Also, the use of matrix algebra has been
expanded, but remains optional, providing instructors with more options regarding the amount
of linear algebra required.
This book offers readers an accessible introduction to the world of multivariate statistics in the
life sciences, providing a comprehensive description of the general data analysis paradigm,
from exploratory analysis (principal component analysis, self-organizing maps and clustering)
to modeling (classification, regression) and validation (including variable selection). It also
includes a special section discussing several more specific topics in the area of chemometrics,
such as outlier detection, and biomarker identification. The corresponding R code is provided
for all the examples in the book; and scripts, functions and data are available in a separate R
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package. This second revised edition features not only updates on many of the topics covered,
but also several sections of new material (e.g., on handling missing values in PCA, multivariate
process monitoring and batch correction).
Advances in computers and biotechnology have had a profound impact on biomedical
research, and as a result complex data sets can now be generated to address extremely
complex biological questions. Correspondingly, advances in the statistical methods necessary
to analyze such data are following closely behind the advances in data generation methods.
The statistical methods required by bioinformatics present many new and difficult problems for
the research community. This book provides an introduction to some of these new methods.
The main biological topics treated include sequence analysis, BLAST, microarray analysis,
gene finding, and the analysis of evolutionary processes. The main statistical techniques
covered include hypothesis testing and estimation, Poisson processes, Markov models and
Hidden Markov models, and multiple testing methods. The second edition features new
chapters on microarray analysis and on statistical inference, including a discussion of ANOVA,
and discussions of the statistical theory of motifs and methods based on the hypergeometric
distribution. Much material has been clarified and reorganized. The book is written so as to
appeal to biologists and computer scientists who wish to know more about the statistical
methods of the field, as well as to trained statisticians who wish to become involved with
bioinformatics. The earlier chapters introduce the concepts of probability and statistics at an
elementary level, but with an emphasis on material relevant to later chapters and often not
covered in standard introductory texts. Later chapters should be immediately accessible to the
trained statistician. Sufficient mathematical background consists of introductory courses in
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calculus and linear algebra. The basic biological concepts that are used are explained, or can
be understood from the context, and standard mathematical concepts are summarized in an
Appendix. Problems are provided at the end of each chapter allowing the reader to develop
aspects of the theory outlined in the main text. Warren J. Ewens holds the Christopher H.
Brown Distinguished Professorship at the University of Pennsylvania. He is the author of two
books, Population Genetics and Mathematical Population Genetics. He is a senior editor of
Annals of Human Genetics and has served on the editorial boards of Theoretical Population
Biology, GENETICS, Proceedings of the Royal Society B and SIAM Journal in Mathematical
Biology. He is a fellow of the Royal Society and the Australian Academy of Science. Gregory
R. Grant is a senior bioinformatics researcher in the University of Pennsylvania Computational
Biology and Informatics Laboratory. He obtained his Ph.D. in number theory from the
University of Maryland in 1995 and his Masters in Computer Science from the University of
Pennsylvania in 1999. Comments on the first edition: "This book would be an ideal text for a
postgraduate course...[and] is equally well suited to individual study.... I would recommend the
book highly." (Biometrics) "Ewens and Grant have given us a very welcome introduction to
what is behind those pretty [graphical user] interfaces." (Naturwissenschaften) "The authors do
an excellent job of presenting the essence of the material without getting bogged down in
mathematical details." (Journal American Statistical Association) "The authors have
restructured classical material to a great extent and the new organization of the different topics
is one of the outstanding services of the book." (Metrika)
Spices, imaginatively used, are the outstanding feature of Indian and Pakistani cookery-subtle
or pungent, hot or mild, there is something to suit every palate. This is a completely revised
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and updated edition of Charmaine Solomon's influential and iconic The Complete Asian
Cookbook. Instantly heralded as a classic when it was first published in 1976, The Complete
Asian Cookbook covers 800 classic and contemporary dishes from fifteen countries (India,
Pakistan, Sri Lanka, Indonesia, Malaysia, Singapore, Burma, Thailand, Cambodia, Laos,
Vietnam, The Philippines, China, Korea and Japan). Written with the home cook in mind,
Charmaine's recipes are straightforward, simple to follow and work every time. Recipe and
chapter introductions give valuable information about how local dishes are prepared and
served, while the comprehensive glossary explains unfamiliar ingredients (which are steadily
more commonplace in supermarkets today). The Complete Asian Cookbook is a book that
belongs in the kitchens of every household.
This book constitutes the proceedings of the 8th International Conference on Analysis of
Images, Social Networks and Texts, AIST 2019, held in Kazan, Russia, in July 2019. The 24
full papers and 10 short papers were carefully reviewed and selected from 134 submissions (of
which 21 papers were rejected without being reviewed). The papers are organized in topical
sections on general topics of data analysis; natural language processing; social network
analysis; analysis of images and video; optimization problems on graphs and network
structures; analysis of dynamic behaviour through event data.
This volume expands upon the collection of techniques published in Protein Electrophoresis:
Methods and Protocols (2012) with more practical and reproducible methods to study protein
gel detection and imaging. The chapters in this book cover topics such as coomassie-brilliant
blue staining of polyacrylamide gels; silver staining techniques; microwave assisted protein
staining, de-staining, and in-solution digestion of proteins; curumin and turmeric as an
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environment-friendly protein gel stain; in-gel protein phosphotase assay using fluorogenic
substrates; destaining with fungal laccase; and radiolabeling and analysis of labeled proteins.
Written in the highly successful Methods in Molecular Biology series format, chapters include
introductions to their respective topics, lists of the necessary materials and reagents, step-bystep, readily reproducible laboratory protocols, and tips on troubleshooting and avoiding known
pitfalls. Comprehensive and practical, Protein Gel Detection and Imaging: Methods and
Protocols is a valuable resource for expert and novice scientists and researchers who are
interested in learning and experimenting with this field.
Adopting a unifying theme based on maximum statistics, Multiple Comparisons Using R
describes the common underlying theory of multiple comparison procedures through numerous
examples. It also presents a detailed description of available software implementations in R.
The R packages and source code for the analyses are available at http://CRAN.R-project.org
After giving examples of multiplicity problems, the book covers general concepts and basic
multiple comparisons procedures, including the Bonferroni method and Simes’ test. It then
shows how to perform parametric multiple comparisons in standard linear models and general
parametric models. It also introduces the multcomp package in R, which offers a convenient
interface to perform multiple comparisons in a general context. Following this theoretical
framework, the book explores applications involving the Dunnett test, Tukey’s all pairwise
comparisons, and general multiple contrast tests for standard regression models, mixed-effects
models, and parametric survival models. The last chapter reviews other multiple comparison
procedures, such as resampling-based procedures, methods for group sequential or adaptive
designs, and the combination of multiple comparison procedures with modeling techniques.
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Controlling multiplicity in experiments ensures better decision making and safeguards against
false claims. A self-contained introduction to multiple comparison procedures, this book offers
strategies for constructing the procedures and illustrates the framework for multiple hypotheses
testing in general parametric models. It is suitable for readers with R experience but limited
knowledge of multiple comparison procedures and vice versa. See Dr. Bretz discuss the book.
The tumor microenvironment has become a very important and hot topic in cancer research
within the past few years. The tumor microenvironment is defined as the normal cells,
molecules, and blood vessels that surround and feed a tumor cell. As many scientists have
realized, studying the tumor microenvironment has become critical to moving the field forward,
since there are many players in a tumor’s localized and surrounding area, which can
significantly change cancer cell behavior. There is a dual relationship wherein the tumor can
change its microenvironment and the microenvironment can affect how a tumor grows and
spreads. Tumor Microenvironment in Cancer Progression and Cancer Therapy aims to shed
light on the mechanisms, factors, and mediators that are involved in the cancer cell
environment. Recent studies have demonstrated that in addition to promoting tumor
progression and protecting tumor cells from the spontaneous immune-mediated rejection and
different forms of cancer therapeutics, tumor microenvironment can also be a target and
mediator of both standard and newly-emerging forms of cancer therapeutics. Thus, the dual
role of the tumor microenvironment is the integral focus of the volume. The volume highlights
the bi-directional interactions between tumor cells and non-malignant tumor component during
tumor progression and treatment. It also focuses on the three groups of the reactive tumor
component: stromal cells, blood vessels and the infiltrating immune cells. These three groups
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are discussed under the lens of their role in promoting tumor growth, shielding the tumor from
rejection and from standard forms of cancer therapies. They are emerging as targets and
mediators of standard and new forms of potential therapy.

This book offers practical instruction on the use of audit studies in the social
sciences. It features essays from sociologists, economists, and other experts
who have employed this powerful and flexible tool. Readers will learn how to
implement an audit study to examine a variety of questions in their own research.
The essays first discuss situations where audit studies are the most effective.
These tools allow researchers to make strong causal claims and explore
questions that are often difficult to answer with observational data. Audit studies
also stand as the single best way to conduct research on discrimination. The
authors highlight what these studies have uncovered about labor market
processes in the past decade. The next section gives some guidance on how to
design an audit study. The essays cover the difficult task of getting a study
through an institutional review board, the technical setup of matching procedures,
and statistical power and analysis techniques. The last part focuses on more
advanced aspects. Coverage includes understanding context, what variables
may signal, and the use of technology. The book concludes with a discussion of
challenges and limitations with an eye towards the future of audit studies. “Field
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experiments studying and testing for housing and labor market discrimination
have, rightly, become the dominant mode of discrimination-related research in
economics and sociology. This book brings together a number of interesting and
useful perspectives on these field experiments. Many different kinds of readers
will find it valuable, ranging from those interested in getting an overview of the
evidence, to researchers looking for guidance on the nuts and bolts of conducting
these complex experiments.” David Neumark, Chancellor’s Professor of
Economics at the University of California – Irvine “For decades, researchers
have used experimental audit studies to uncover discrimination in a variety of
markets. Although this approach has become more popular in recent years, few
publications provide detailed information on the design and implementation of the
method. This volume provides the first deep examination of the audit method,
with details on the practical, political, analytical, and theoretical considerations of
this research. Social scientists interested in consuming or contributing to this
literature will find this volume immensely useful.” Devah Pager, Professor of
Sociology and Public Policy at Harvard University
Get a quick, expert overview of the latest clinical information and guidelines for
cancer checkpoint inhibitors and their implications for specific types of cancers.
This practical title by Drs. Fumito Ito and Marc Ernstoff synthesizes the most upPage 16/27

Download Ebook Package Timeroc The Comprehensive R Archive
to-date research and clinical guidance available on immune checkpoint inhibitors
and presents this information in a compact, easy-to-digest resource. It’s an ideal
concise reference for trainee and practicing medical oncologists, as well as those
in research. Discusses the current understanding of how to best harness the
immune system against different types of cancer at various stages. Helps you
translate current research and literature into practical information for daily
practice. Presents information logically organized by disease site. Covers tumor
immunology and biology; toxicities associated with immune checkpoint inhibitors;
and future outlooks. Consolidates today’s available information on this timely
topic into one convenient resource.
Echinacea and gingko biloba are well-known herbal remedies for common
ailments such as colds and memory loss. But the vast majority of herbal aids are
underused as treatments or preventatives for everything from insomnia to arthritis
to heart disease. In THE COMPLETE HOME GUIDE TO HERBS, NATURAL
HEALTH, AND NUTRITION, herbal practitioner Jill Rosemary Davies explains
how to promote good health by understanding the body and how it is affected by
a wide range of healing plants. She teaches you how to use herbs as potent tools
for natural healing as well as how to combine them with nutrition and exercise for
a healthy lifestyle. Additionally, you'll find: Sections on cleansings, immunity, life
Page 17/27

Download Ebook Package Timeroc The Comprehensive R Archive
stages, and body systems; a complete A to Z of diseases and treatments; and a
section on first aid. Instructions for making your own herbal teas, decoctions,
tinctures, ointments, oils, and more. And because the herbs used in this book are
widely available in health food stores, drug stores, and grocery stores-some you'll
even find growing in your own backyard-incorporating a greater range of
beneficial herbs into your life will be all the more simple. Open the book to any
page and you'll feel like you've stumbled upon Mother Nature's best-kept secrets.
This book reviews the significant advances in our understanding of glioma
biology that have been achieved during the past decade and describes in detail
the resultant new approaches to treatment. Improvements in surgical techniques,
radiation therapy, and chemotherapy are comprehensively covered, with
discussion of their impact in decreasing patient morbidity and increasing survival.
In addition, individual chapters are devoted specifically to current treatment for
low-grade gliomas, anaplastic gliomas, and glioblastoma multiforme. Other topics
addressed include treatment of the elderly patient, investigating emerging
therapies from small molecules to immunotherapy and palliative care. This timely
book will be a valuable source of up-to-date information for practitioners and will
also be of interest to researchers.
The Wiley-Interscience Paperback Series consists of selected booksthat have
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been made more accessible to consumers in an effort toincrease global appeal
and general circulation. With these newunabridged softcover volumes, Wiley
hopes to extend the lives ofthese works by making them available to future
generations ofstatisticians, mathematicians, and scientists. "The book is a
valuable completion of the literature in this field.It is written in an ambitious
mathematical style and can berecommended to statisticians as well as
biostatisticians." -Biometrische Zeitschrift "Not many books manage to combine
convincingly topics fromprobability theory over mathematical statistics to
appliedstatistics. This is one of them. The book has other strong pointsto
recommend it: it is written with meticulous care, in a lucidstyle, general results
being illustrated by examples fromstatistical theory and practice, and a bunch of
exercises serve tofurther elucidate and elaborate on the text." -Mathematical
Reviews "This book gives a thorough introduction to martingale and
countingprocess methods in survival analysis thereby filling a gap in
theliterature." -Zentralblatt für Mathematik und ihre
Grenzgebiete/MathematicsAbstracts "The authors have performed a valuable
service to researchers inproviding this material in [a] self-contained and
accessible form.. . This text [is] essential reading for the probabilist
ormathematical statistician working in the area of survivalanalysis." -Short Book
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Reviews, International Statistical Institute Counting Processes and Survival
Analysis explores the martingaleapproach to the statistical analysis of counting
processes, with anemphasis on the application of those methods to censored
failuretime data. This approach has proven remarkably successful inyielding
results about statistical methods for many problemsarising in censored data. A
thorough treatment of the calculus ofmartingales as well as the most important
applications of thesemethods to censored data is offered. Additionally, the
bookexamines classical problems in asymptotic distribution theory forcounting
process methods and newer methods for graphical analysisand diagnostics of
censored data. Exercises are included to providepractice in applying martingale
methods and insight into thecalculus itself.
This, the first of two volumes on personalized medicine in lung cancer, touches
on the core issues related to the understanding of lung cancer—statistics and
epidemiology of lung cancer—along with the incidence of lung cancer in nonsmokers. A major focus of this volume is the state of current therapies against
lung cancer—immune, targeted therapies against EGFR TKIs, KRAS, ALK,
angiogenesis; the associated challenges, especially resistance mechanisms; and
recent progress in targeted drug development based on metal chemistry.
Chapters are written by some of the leading experts in the field, who provide a
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better understanding of lung cancer, the factors that make it lethal, and current
research focused on developing personalized treatment plans. With a unique mix
of topics, this volume summarizes the current state-of-knowledge on lung cancer
and the available therapies.
This book is intended to give technological background and practical examples,
but also to give general insight into the on-going technology development in the
area of biodetection. The content is therefore suitable for an array of
stakeholders (decision makers, purchasing officers, etc.) and end-users of
biodetection equipment within the areas of health, environment, safety and
security, and military preparation. The book is divided into three sections. The
first section discusses the fundamental physical and biological properties of
bioaerosol's. The second section goes into more detail and discusses in-depth
the most commonly used detection principles. The third section of the book is
devoted to technologies that have been used in standoff applications. The last
section of the book gives an overview of trends in bioaerosol detection. The
reader of this book will gain knowledge about the different biodetection
technologies and thus better judge their capabilities in relation to desired
applications.
R Markdown: The Definitive Guide is the first official book authored by the core R
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Markdown developers that provides a comprehensive and accurate reference to the R
Markdown ecosystem. With R Markdown, you can easily create reproducible data
analysis reports, presentations, dashboards, interactive applications, books,
dissertations, websites, and journal articles, while enjoying the simplicity of Markdown
and the great power of R and other languages. In this book, you will learn Basics:
Syntax of Markdown and R code chunks, how to generate figures and tables, and how
to use other computing languages Built-in output formats of R Markdown:
PDF/HTML/Word/RTF/Markdown documents and ioslides/Slidy/Beamer/PowerPoint
presentations Extensions and applications: Dashboards, Tufte handouts,
xaringan/reveal.js presentations, websites, books, journal articles, and interactive
tutorials Advanced topics: Parameterized reports, HTML widgets, document templates,
custom output formats, and Shiny documents. Yihui Xie is a software engineer at
RStudio. He has authored and co-authored several R packages, including knitr,
rmarkdown, bookdown, blogdown, shiny, xaringan, and animation. He has published
three other books, Dynamic Documents with R and knitr, bookdown: Authoring Books
and Technical Documents with R Markdown, and blogdown: Creating Websites with R
Markdown. J.J. Allaire is the founder of RStudio and the creator of the RStudio IDE. He
is an author of several packages in the R Markdown ecosystem including rmarkdown,
flexdashboard, learnr, and radix. Garrett Grolemund is the co-author of R for Data
Science and author of Hands-On Programming with R. He wrote the lubridate R
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package and works for RStudio as an advocate who trains engineers to do data
science with R and the Tidyverse.
This book, first published in 2007, is for the applied researcher performing data analysis
using linear and nonlinear regression and multilevel models.
Long-memory processes are known to play an important part in many areas of science
and technology, including physics, geophysics, hydrology, telecommunications,
economics, finance, climatology, and network engineering. In the last 20 years
enormous progress has been made in understanding the probabilistic foundations and
statistical principles of such processes. This book provides a timely and comprehensive
review, including a thorough discussion of mathematical and probabilistic foundations
and statistical methods, emphasizing their practical motivation and mathematical
justification. Proofs of the main theorems are provided and data examples illustrate
practical aspects. This book will be a valuable resource for researchers and graduate
students in statistics, mathematics, econometrics and other quantitative areas, as well
as for practitioners and applied researchers who need to analyze data in which long
memory, power laws, self-similar scaling or fractal properties are relevant.
Both nutrition deficiency and overnutrition can have a significant effect on the risk of
infection. Nutrition, Immunity, and Infection focuses on the influence of diet on the
immune system and how altering one’s diet helps prevent and treat infections and
chronic diseases. This book reviews basic immunology and discusses changes in
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immune function throughout the life course. It features comprehensive chapters on
obesity and the role of immune cells in adipose tissue; undernutrition and malnutrition;
infant immune maturation; pre- and probiotics; mechanisms of immune regulation by
various vitamins and minerals; nutrition and the aging immune system; nutrition
interactions with environmental stress; and immunity in the global health arena.
Nutrition, Immunity, and Infection describes the various roles of nutrients and other food
constituents on immune function, host defense, and resistance to infection. It describes
the impact of infection on nutritional status through a translational approach. Chapters
bring together molecular, cellular, and experimental studies alongside human trials so
that readers can assess both the evidence for the effects of the food component being
discussed and the mechanisms underlying those effects. The impact of specific
conditions including obesity, anorexia nervosa, and HIV infection is also considered.
Chapter authors are experts in nutrition, immunity, and infection from all around the
globe, including Europe, Australia, Brazil, India, and the United States. This book is a
valuable resource for nutrition scientists, food scientists, dietitians, health practitioners,
and students interested in nutrition and immunity.
Game-theoretic probability and finance come of age Glenn Shafer and Vladimir Vovk’s
Probability and Finance, published in 2001, showed that perfect-information games can
be used to define mathematical probability. Based on fifteen years of further research,
Game-Theoretic Foundations for Probability and Finance presents a mature view of the
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foundational role game theory can play. Its account of probability theory opens the way
to new methods of prediction and testing and makes many statistical methods more
transparent and widely usable. Its contributions to finance theory include purely gametheoretic accounts of Ito’s stochastic calculus, the capital asset pricing model, the
equity premium, and portfolio theory. Game-Theoretic Foundations for Probability and
Finance is a book of research. It is also a teaching resource. Each chapter is
supplemented with carefully designed exercises and notes relating the new theory to its
historical context. Praise from early readers “Ever since Kolmogorov's Grundbegriffe,
the standard mathematical treatment of probability theory has been measure-theoretic.
In this ground-breaking work, Shafer and Vovk give a game-theoretic foundation
instead. While being just as rigorous, the game-theoretic approach allows for vast and
useful generalizations of classical measure-theoretic results, while also giving rise to
new, radical ideas for prediction, statistics and mathematical finance without stochastic
assumptions. The authors set out their theory in great detail, resulting in what is
definitely one of the most important books on the foundations of probability to have
appeared in the last few decades.” – Peter Grünwald, CWI and University of Leiden
“Shafer and Vovk have thoroughly re-written their 2001 book on the game-theoretic
foundations for probability and for finance. They have included an account of the
tremendous growth that has occurred since, in the game-theoretic and pathwise
approaches to stochastic analysis and in their applications to continuous-time finance.
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This new book will undoubtedly spur a better understanding of the foundations of these
very important fields, and we should all be grateful to its authors.” – Ioannis Karatzas,
Columbia University
This book describes statistical techniques for the design and evaluation of research
studies on medical diagnostic tests, screening tests, biomarkers and new technologies
for classification and prediction in medicine.
Resistance to therapies, both targeted and systemic, and metastases to distant organs
are the underlying causes of breast cancer-associated mortality. The second edition of
Breast Cancer Metastasis and Drug Resistance brings together some of the leading
experts to comprehensively understand breast cancer: the factors that make it lethal,
and current research and clinical progress. This volume covers the following core
topics: basic understanding of breast cancer (statistics, epidemiology, racial disparity
and heterogeneity), metastasis and drug resistance (bone metastasis, trastuzumab
resistance, tamoxifen resistance and novel therapeutic targets, including non-coding
RNAs, inflammatory cytokines, cancer stem cells, ubiquitin ligases, tumor
microenvironment and signaling pathways such as TRAIL, JAK-STAT and mTOR) and
recent developments in the field (epigenetic regulation, microRNAs-mediated
regulation, novel therapies and the clinically relevant 3D models). Experts also discuss
the advances in laboratory research along with their translational and clinical
implications with an overarching goal to improve the diagnosis and prognosis,
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particularly that of breast cancer patients with advanced disease.
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